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BIOTOP is an expert, network based database system where the users can define models’ 

parameter set along with anatomical information. 

The users are able to build their evaluation protocols by selecting appropriate models and 

specifying related model parameters for well-defined endpoints. In addition, a literature database is 

available and all user-defined and predefined model parameters are linked to specific literature. In 

this way, the user has immediately access to the referenced literature for further consultation. 

Furthermore, an evaluation protocol is linked to one or more treatment protocols. 

 

BIOSPOT is a treatment plan evaluation system of radiation plans based on both predefined and 
user-defined evaluation protocols. The evaluation parameters are stored in BIOTOP rational 
database. 

DICOM RT data are imported and linked to a selected evaluation protocol. BIOSPOT computes 
the dose volume histogram for each structure and each plan. Summation of the plans can also be 
performed. 

 

 

 

 

 

 

 

 

Treatment protocols may be composed of several treatment series utilizing different treatment 

techniques and fractionation schemes: 

An evaluation protocol might also be composed of a group of treatment protocols. For instance, we 

might have  a combination of treatments of external and brachytherapy. 

 

Users can export/import evaluations treatment protocols and share them with other users located 

to remote locations.   

 

In addition, BIOTOP and BIOSPOT support EUD and gEUD, TCP and  NTCP, and the overall 
uncomplicated tumour control probabilities P+ calculations. Several models for effect probability 
such as Voxel-Poison response model, Relative seriality model , Lyman-Kutcher-Burman model 
and Parallel architecture model are supported. 

Treatment protocols defined in the evaluation protocol can be assigned to patient plans. 
Additionally, treatment protocols can be copied and the user is able to assign different plans or 
even to change the number of fraction or the dose per fraction. 

As soon as a radiobiological evaluation protocol is selected BIOSPOT calculates voxel based 
equieffective doses (BED/EQD0 or EQD2) as 3D dose distribution and extracts the corresponding 
DVHs. 


