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BACKGROUND & OBJECTIVES

An increasing number of designer benzodiazepines (DBs) — a class of ‘new psychoactive substances’ (NPS) — was reported to the European monitoring centre for
drugs and drug abuse (EMCDDA) in the last years. By the end of 2017 a total of twenty DBs have been reported to the EMCDDA. DBs have become a popular
alternative for prescription drugs as self-medication or to counteract the effects and side effects of other drugs. Here we present the characterization of three new
DBs that emerged on the European drug market in late 2016 and 2017. In addition, first in vitro metabolic studies were performed to identify phase | metabolites
suitable as biomarkers for DB screening in human serum and urine samples.

METHODS
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RESULTS

Structure identification and characterization
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spectra were obtained for proper identification, due to low abundances of the signals.
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