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Institut für Klinische Pathologie

Proteomic Platform 
- Core Facility (ProtCF)

Prof. Dr. O. Schilling, Heisenberg Professor for Translational Proteomics 
Institute of Surgical Pathology  
proteomics@uniklinik-freiburg.de

Project information & project agreement

Name:

Institute:

Telephone:

Email:

Contact details project leader

Institution

Project title

Aims and details on proteomic approach

Faculty of Medicine, University of Freiburg

Other faculties, University of Freiburg

External academic

External non-academic

mailto:proteomics@uniklinik-freiburg.de
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Species, sequence variations, fusion proteins

Chemical / natural modifications (if known)

Number of samples

Data analysis and statistics

Sample processing and labeling

   •  for explorative proteomics, ProtCF uses MaxQuant or TPP 
   •  for targeted proteomics, ProtCF uses Skyline 
   •  for spatially resolved proteomics, ProtCF provides Galaxy workflows 

Sample processing by user or ProtCF: 
(cost recovery for consumables if done by ProtCF)

Type of label / quantitative approach: 
(SILAC, TMT, dimethylation, LFQ) 

# of specimens / size of cohort :

# of MS samples to be measured (liaise with ProtCF):

Data analysis by user or ProtCF: 
(cost recovery for data analysis according to DFG regulations)
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Anticipated costs

# of measurements (see above):

Estimated measurement time per sample / TMA: 
  - explorative / targeted: 2 hr gradient per sample 
  - Maldi imaging: to be discussed
Cost per hour (DFG-Vordruck 55.04 – 06/16): 
  25 EUR measurement only 
  50 EUR including data analysis

Total costs MS measurements:

Extra cost TMT labelling (150 EUR per pooled set of 10 channels ):

Extra cost fractionation by high pH RP-HPLC (100 EUR):

Costs double for non-academic users:

Total anticipated costs

ProtCF appreciates co-authorships, especially when we are involved with experimental planning, data analysis, 
interpretation of results, or method development. Co-authorships may include the mass spectrometrist, the 
ProtCF responsible investigator, and the ProtCF coordinator. Note that our charges (see above) only serve to 
partially cover the actual running costs, hence ProtCF does not operate on a fee-for-service basis!

Co-authorships

Date Name and signature project leader

Date Name and signature ProtCF
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